[Clinicopathological significance of expression of c-kit protein in neuroendocrine lung carcinoma].
To investigate the expression of c-kit protein in neuroendocrine lung carcinoma and evaluate its clinicopathological significance. The expression of c-kit protein in the 90 specimens of neuroendocrine lung carcinoma obtained during operation was detected by immunohistochemistry. The relationship between the expression of c-kit protein and the clinicopathological indices was analyzed statistically. The positive staining of c-kit protein was mainly localized on the membrane and in the cytoplasm of the tumor cells. The positive expression rates of c-kit protein were 21.4% (3/14), 90.0% (18/20), 38.7% (12/31), and 76.0% (19/25) in the carcinoid, atypical carcinoid, large cell neuroendocrine carcinoma, and small cell lung cancer respectively with significant differences between any 2 histological types (P = 0.000). The c-kit protein expression rate was 26.3% (5/19) in the stage I carcinoma, 62.5% (15/24) in the stage II carcinoma, 67.4% (29/43) in the stage III carcinoma, and 75.0% (3/4) in the stage IV carcinoma with significant differences between any 2 stages (P = 0.014); was 43.1% (22/51) in the tumors less than 5 cm in diameter, and 76.9% (30/39) in the cancers equal to or more than 5 cm in diameter (P = 0.002); 66.1% (47/71) in the tumors with lymphatic metastasis and 26.3% (5/19) in those without lymphatic metastasis (P = 0.003); and 64.8% (46/71) in the males patients and 31.6% (6/19) in the female patients (P = 0.017). Statistical analysis showed that the expression of c-kit protein was not related to age (P = 0.394) and localization (P = 1.000). The median survival in patients with c-kit negative tumors was 97 months, whereas that in those with c-kit positive carcinomas was 16 months (Log rank = 22.85, P = 0.0000). c-kit protein expression appears to play an important biological or clinical role in the development and evolution of neuroendocrine lung carcinoma, and may become a useful molecular marker to predict the prognosis of patients. Thus targeted therapies interacting with c-kit-signaling pathway should be taken into account for possible future clinical trials.